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Abstract; Microbial community structure of anode biofilm was analyzed using high-throughput
sequencing technology. The results show that the technology can obtain community structure
information from electrochemistry biofilm efficiently, and the exoelectrogentic modal bacteria
Geobacter category is predominant in biological membrane, its quantity ratio reaches 30% ;
Thermovirga , Thauera and Syntrophorhabdus are also found in anode biofilm. However, through
comparison of biofilm before and after electrochemical activity was lost, Geobacter still dominated
in biofilm after the biofilm lost electrochemical activity , while Actinomycetes’ proportion increased
significantly, its quantity was much higher than that of the normal 0. 5% .
be one of the factors which inhibit the electrochemical activity of the biofilm.
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Fig. 1 Schematic diagram of single-chamber
BES reactor
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Table 1 Abundance and diversity index of bacterial communities from anode biofilm

A4 Reads OTU Ace Chaol shannon simpson coverage
Bl 10 862 846 1929 1432 3.76 0. 0899 0. 960 965
Oyt 12254 984 2339 1752 4.08 0.0798 0.958 871
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Fig. 2 Rarefaction curves of bacterial communities for P IR A B A PR g LT o R He AR R D ,

experimental group and matched group based
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Fig. 3 Taxonomic classification identification of bacterial communities from anode biofilms
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Table 2 Taxonomic classification of bacterial
communities from anode biofilms at

genus %

B 44 PR SH e Xof B
Geobacter 28.9 29.7
Thermovirga 15.9 11.9
Thauera 4.4 4.7
Syntrophorhabdus 2.1 0.8
Syntrophomonas 1.1 3.0
Comamonas 1.0 0.4
Leptolinea 0.5 1.2
Fusibacter 0.5 0.9
Anaerolinea 0.4 1.0
Rhodopseudomonas 0.4 1.1
Bellilinea 1.0 0.4
Acinetobacter 0.01 2.2

TEXT Syntrophorhabdus 1 Syntrophomonas
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