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Abstract: In order to improve the poor extrapolation effect and generdizability of the dngle
neural network , the neura network enssmble is used to develop the model of Nosheptide
fermentation process. Each individual network istrained on a bootstrgp re-sampling replication of
the origind training data through the Bagging epproach. Then, outputsof the individua neurd
networks are combined to form an overall output of neural network ensemble through the
weighted average method , in which the weight of each individua network is determined by the
differential evolution agorithm. The Elman network , a typica dynamic neura network , is
goplied in each individuad network. The mode of Nodheptide fermentation product
concentration , based on the neura network ensemble, is thus developed through combination of
outputs from multi- EEman neura networks. This mode is compared with the sngle neura
network model to illustrate its high accuracy and generaizability.

Key words: Nod heptidefermentation; modeling; neura network ensemble; differentia evolution
agorithm; Hman neural network
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